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Supplementary Figure S2. Predicted structures of recombinant proteins.

The structures of monomeric proteins were predicted using AlphaFold v.2.3.1 and visualized
using the SWISS-MODEL server. Note that similarly to GFP-19S-Beihai32, the hexahistidine
tag and the 19S linker were fused to the N-terminus of GFP.



